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* 1
x1 (uL)
2xEnvironmental Master Mix 10
AmpErase Uracil N-glycosylase 0.1
primerF(10pM) 1.8
primerR(10pM) 1.8
probe(2.5uM) 1
templateDNA 2
DW 3.3
Total volume 20
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16: 79-95.
Jo T, Fukuoka A, Uchida K, Ushimaru A, Minamoto T. Multiplex real-time PCR enables the
simultaneous detection of environmental DNA from freshwater fishes: a case study of three
exotic and three threatened native fishes in Japan. Biological Invasions 2020; 22: 455-471.
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